Also, the presumed DNA packaging and head morphogenesis, tail and tail fiber genes were not transcribed, which would be expected on the basis of published transcription studies of lactoccal prophages (5) . In contrast, in L. lactis MG1363 cultures grown to the transition or stationary growth phases, larger sections of the MG-1, MG-3, MG-4, MG-5 and t712 prophage genomes are transcribed, in particular those that correspond to the DNA replication module and those encoding for the structural phage components (Fig. 3 and Supplementary Figure 2) . Previous studies have revealed that these latter phage modules are expressed only during the lytic lifestyle or when a prophage is activated (1; 2; 5; 6; 8). Thus, these observations concur with the possibility that the prophages MG-1, MG-3, MG-4, MG-5 and t712 are induced when L. lactis MG1363 cultures reach the stationary growth phase. It is known that some prophages, e.g. those from S. thermophilus, are induced at late stages in growth, but do not cause complete lysis because the resident phages are defective. Therefore, (partial) phage induction and consequent (moderate) lysis may occur in L. lactis MG1363 as well when the strain enters the stationary growth phase.
Material and methods

DNA microarray data and statistical procedures
DNA microarray data was used from existing time course expression data (10) . Slide data were processed as previously described (3; 7; 8; 11). Normalization and scaling were performed (the ratios and signals were made comparable across slides) using a grid-based Lowess transformation with f = 0.5 (fraction of genes to use); for both channels the intensities of the "Lowess" fraction of genes were added to yield a total signal, and all intensities were divided by this total signal, yielding scaled, arbitrary expression levels. The expression levels of the non-phage transcripts were specifically removed from the data after the normalization procedures.
